African trypanosomiasis is a disease complex, prevalent in sub-Saharan Africa, influencing both public health and agricultural development. The disease is also becoming increasingly prevalent beyond its traditionally defined realm. Studies have shown that migration increases the risk of cattle being infected with trypanosomes and that Trypanosoma brucei populations in cattle (and other domestic animals) could serve as reservoirs for the human infection. This study involves an investigation into the prevalence of Trypanosomiasis among cattle herds kept extensively but do not seasonally migrate. It was conducted in Guguwa-Rigasa, Igabi local government area of Kaduna State, North-West Nigeria.A total of 157 cattle, sheep, goats and dogs were sampled from three herds.Parasitological examination was carried out using the Standard Trypanosome Detection Method. Trypanosome species were identified based on their motility using the Buffy coat method and morphological features from Giemsa stained films. A total of 25 (15.92%) animals were found to be positive with Trypanosoma congolense and T. brucei. It can be concluded that animal trypanosomiasis is prevalent in the area. However, further and more sensitive studies need to be carried out to bring more clarity on the parasite species, vectors and overall epidemiology of the disease.
INTRODUCTION
African trypanosomiasis is a disease complex, prevalent in sub-Saharan Africa, with enormous effects on the lives of man and his animals in the region. It influences both public health and agricultural development (Ilemobade 2009 ). It remains one of the biggest infectious disease constraints to livestock production in the region where estimates of 5-10% increase in GDP and almost $5 billion dollars savings (from annual losses) are projected once the disease is controlled (Auty et al., 2015; Ilemobade 2009) .
African animal trypanosomiasis is also becoming increasingly prevalent beyond its traditionally defined realm with studies showing that Trypanosoma brucei populations in cattle (and other domestic animals) could serve as reservoirs for the human infective subspecies of trypanosomes (Welburn et al., 2001; Njiokou et al., 2010; Karshima et al., 2012; Hamil et al., 2013; Auty et al., 2015) . The movement of cattle is also being implicated in the spread and seeding of human disease outbreaks caused by this pathogen. Strong links have also been shown between human infection and agricultural activities (Robays et al., 2004 , Auty et al., 2015 . Studies have also shown that migration increases the risk of cattle being infected with trypanosomes (Majekodunmi et al., 2013 , Samdi et al., 2010 .
Our study involves an investigation into the prevalence of Trypanosomiasis among cattle herders who keep their animals extensively but are not known for the typical seasonal migration among fulani cattle rearers.
MATERIALS AND METHODS

Study area:
The study was conducted in GuguwaRigasa, Igabi local government area of Kaduna State, North-West Nigeria in the month of May 2015.Rigasa is part of Kaduna metropolis. Kaduna State is located on latitude 10°N, longitude 7°E and altitude 616 m (highest point) above sea level. Mean annual rainfall is between 880 -1380mm. The area lies within the sub -humid zone which is characterised by dry season period from November to April, and a rainy season from May to October .The vegetation consist of the typical northern guinea savannah woodland.
Sampling was carried out at two points in Guguwa. They are; N 10° 30'53" E 7° 19' 21.3" and N 10° 33' 10.7" E 7° 19' 17.6" Elevation 641m.
Sampling and Diagnosis:
A total of 157 animals were sampled. These include 95 cattle, 51 goats, 5 sheep and 6 dogs sampled from three herds. These animals are housed and sometimes herded by the Fulani herdsmen. About 3 mL of blood was drawn from jugular vein using a hypodermic needle and transferred into Ethylene Diamine Tetra-acetetic Acid ( EDTA) sample bottle. Parasitological examination was carried out using the Standard Trypanosome Detection Method i.e. haematocrit centrifugationtechnique, HCT (Woo, 1971) ; Buffy Coat Method, BCM (Murray et al., 1977) as well as Giemsa stained thick and thick films. The packed cell volume (PCV) of each animal was also determined, while trypanosome species were identified based on their motility using BCM and morphological features from Giemsa stained films.
Statistical analysis:
The data obtained from this study were analysed using student's t-test in the SPSS software. A p-value of <0.05 or less was considered significant.
RESULTS
A summary of the results can be seen in the table below.
A total of 25 (15.92%) animals were found to be positive with Trypanosoma congolense and T. brucei. The average PCV among cattle was 26.75. The average PCV among infected cattle (25.23) appeared lower than those uninfected (31.34). The values were statistically significant (p<0.05). Clinical signs were consistent with trypanosomiasis (eg. rough coat, lacrimation, emaciation) were also observed on the herds.
The average PCV in goats was found to be 24.34. The average PCV of the infected goats (21.75) appeared lower than that of the uninfected (25.00). The values were however statistically insignificant (p > 0.05). Animals did not exhibit any clinical signs attributable to trypanosomiasis.
No parasites were observed in the sheep or dogs sampled. 
DISCUSSION AND CONCLUSION
A prevalence report of 15.92% is a cause for concern especially when one considers that these animals are non-migratory and their settlement is on the fringe of a highly populated suburban area. An area where farming and human settlements are presentgreatly reduces vector (tsetse fly) population(thereby the possibility of infection) due to thefragmentation of their habitat (Ducheyne et al.,2009) . Treks have been demonstrated to significantly increase the risk of contracting trypanosome infections (Majekodunmi et al., 2013) . Although there was no investigation into the presence of tsetse in the area, it is plausible that infections were picked up from riverine tsetse species (eg Glossina tachinoides) that have retreated to the banks of streams and ponds which these cattle are taken to drink during grazing. These species have also been observed of recent to exhibit peridomestic behaviour as a means of adaptation to their changing habitat (Dede et al., 2005) .
Of concern is also the possibility of these animals harbouring human infective trypanosomes (Auty et al., 2015 , Karshima et al., 2012 . Though there are no studies yet carried out to shed more light on this in the area. Of interest also were the infected goats that showed no visible signs of illness. This may further validate their trypanotolerant trait.
Trypanosoma congolense was also observed to be the most prevalent trypanosome species in the study further proving its dominance as the most widespread species causing cattle trypanosomiasis (Auty et al., 2015) . It can be concluded that animal trypanosomiasis is prevalent in the area. Further and more sensitive studies need to be carried out to bring more clarity on the parasite species, vectors and overall epidemiology of the disease.
